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1,<110> 
3,<120> 

Connectrons 

5,<130> 

7, <140> 

8, <141> 
10,<160> 
12,<170> 



Feldmann, Richard J. 

Symmetry relationships between pairs of 

FELD3002CIP2 
US 10/803,195 
18 March 2004 

120 
Proprietary 



ERRORED LINES SECTION 



STATISTICS SUMMARY 



Application Serial Number: 
Alpha or Numeric or Xml : 
Application Class: 
Application File Date: 
Art Unit: 
Software Application: 
Total Number of Sequences: 
Total Nucleotides: 
Total Amino Acids: 
Number of Errors: 
Number of Warnings: 
Number of Corrections: 



US 10/803,195 
Numeric 

18 March 2004 

OTHER 

120 

6848 

0 

0 

0 

0 




<140> 
<141> 

<160> 

<170> 



FELD3002CIP2.ST25 

dmann, Richard 3. 

Symmetry relationships between pairs of Connect rons 

FELD3002CIP2 

US 10/803,195 
18 March 2004 

120 

Proprietary 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



1 

182 



DNA 



Escherichia coli K-12 MG1655 complete genome 



(4505026) . . . (4505207) 

Chromosome = 1 contig = 1 Strand = pos CtronObjNum 



7435 



<400> 1 

ctgtagattc aatctgtcaa tgcaacaccc ctttcaatta tctctttcgg tgttttgaac 60 

ttcagtgtct ttctcggtct gttgtttagc tgagcagcaa ccagatctag ttcatgttga 120 

gtatattggg caagacatgt ctttttagga aagtactgcc gaattagccc atttgtgttc 180 

tc 182 



<210> 

<211> 

<212> 
<213> 

<220> 
<222> 
<223> 



2 

182 



DNA 



Escherichia coli K-12 MG1655 complete genome 



(279155) . . . (279336) 

Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 



508 



<400> 2 

ctgtagattc aatctgtcaa tgcaacaccc ctttcaatta tctctttcgg tgttttgaac 60 

ttcagtgtct ttctcggtct gttgtttagc tgagcagcaa ccagatctag ttcatgttga 120 

gtatattggg caagacatgt ctttttagga aagtactgcc gaattagccc atttgtgttc 180 

tc 182 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



3 

171 

DNA 

Escherichia coli K-12 MG1655 complete genome 



(4505031) . . . (4505201) 

Chromosome = 1 contig = 1 strand = pos CtronObjNum 



7435 



<400> 

gattcaatct 



3 

gtcaatgcaa cacccctttc aattatctct ttcggtgttt tgaacttcag 60 
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tgtctttctc 
ttgggcaaga 



FELD3002CIP2.ST25 

ggtctgttgt ttagctgagc agcaaccaga tctagttcat gttgagtata 120 
catgtctttt taggaaagta ctgccgaatt agcccatttg t 171 



<210> 4 

<211> 171 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (270811) . . . (270981) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 472 



<400> 4 



gattcaatct gtcaatgcaa cacccctttc aattatctct ttcggtgttt tgaacttcag 60 
tgtctttctc ggtctgttgt ttagctgagc agcaaccaga tctagttcat gttgagtata 120 
ttgggcaaga catgtctttt taggaaagta ctgccgaatt agcccatttg t 171 



<210> 5 

<211> 67 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1178996) . . . (1179062) 

<223> chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 3986 



<400> 5 

tgtaccccct tcaagtaagc ctcatttaag ggagttttct cccttgaata aactaccggg 60 
tacatga 67 



<210> 6 

<211> 67 

<212> DNA 

<213> sulfolobus tokodaii complete genome 

<220> 

<222> (61903) . . . (61969) 

<223> chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 447 



<400> 6 

tgtaccccct tcaagtaagc ctcatttaag ggagttttct cccttgaata aactaccggg 60 
tacatga 67 



<210> 7 

<211> 85 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 
<220> 

<222> (1178963) . . . (1179047) 

<223> Chromosome = 1 Contig = 1 strand = neg CtronObjNum = 3986 
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<400> 7 

ttgtaatatt atatcagttt acttctaata tactgtaccc ccttcaagta agcctcattt 60 

aagggagttt tctcccttga ataaa 85 

<210> 8 

<211> 85 

<212> DNA 

<213> Sulfolobus tokodali complete genome 

<220> 

<222> (123599)... (123683) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 646 

<400> 8 

ttgtaatatt atatcagttt acttctaata tactgtaccc ccttcaagta agcctcattt 60 

aagggagttt tctcccttga ataaa 85 

<210> 9 

<211> 117 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (975950) . . . (976066) 

<223> Chromosome = 15 Contig = 15 Strand = pos CtronObjNum = 28455 

<400> 9 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 

ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 

<210> 10 

<211> 117 

<212> DNA 

<213> saccharomyces cerevisiae complete genome 

<220> 

<222> (165888) . . . (166004) 

<223> chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 419 

<400> 10 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 

ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 

<210> 11 

<211> 117 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (975950) . . . (976066) 

<223> chromosome = 15 Contig = 15 strand = pos CtronObjNum = 28455 
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<400> 11 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 

ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 

<210> 12 

<211> 117 
<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (160257) . . . (160373) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 355 

<400> 12 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 

ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 

<210> 13 

<211> 68 
<212> DNA 

<213> caenorhabditis elegans complete genome 

<220> 

<222> (221205) . . . (221272) 

<223> chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 380 

<400> 13 

gggaattgct tcgtcaaatg atcgacggag ggcttttggc catctgcaag gataaactcg 60 
catgtcga 68 

<210> 14 

<211> 68 
<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (250979) . . . (251046) 

<223> Chromosome = 1 Contig = 1 strand = neg CtronObjNum = 433 

<400> 14 

gggaattgct tcgtcaaatg atcgacggag ggcttttggc catctgcaag gataaactcg 60 
catgtcga 68 

<210> 15 

<211> 68 
<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (221180) . - . (221247) 
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<223> 



FELD3002CIP2.ST25 
Chromosome = 1 Contig = 1 Strand = neg CtronobjNum = 



380 



<400> 15 

gagctcgcaa caccggccga gcagcgggaa ttgcttcgtc aaatgatcga cggagggctt 
ttggccat 



60 
68 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



16 
68 



DNA 



Caenorhabditis elegans complete genome 



(214904) . . . (214971) 

Chromosome = 1 Contig = 1 Strand = neg CtronobjNum 



354 



<400> 16 

gagctcgcaa caccggccga gcagcgggaa ttgcttcgtc aaatgatcga cggagggctt 
ttggccat 



60 
68 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



17 
58 



DNA 



Homo sapiens complete genome 



(16381) . . . (16438) 

Chromosome = 4 Contig = 1 Strand = pos CtronobjNum 



1331 



<400> 17 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 



58 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



18 
58 



DNA 



Homo sapiens complete genome 



(500217) . . . (500274) 

Chromosome = 4 Contig = 1 strand = pos CtronobjNum 



1542 



<400> 18 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 



58 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



19 
58 



DNA 



Homo sapiens complete genome 



(16381) . . . (16438) 

Chromosome = 4 Contig = 1 Strand = pos CtronobjNum 
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1331 



FELD3002CIP2.ST25 



<400> 19 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 20 

<211> 58 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (504937) . . . (504994) 

<223> Chromosome = 4 Contig = 1 Strand = pos CtronObjNum = 1559 

<400> 20 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 21 

<211> 94 

<212> DNA 

<213> Arabidopsis thai 1 ana complete genome 

<220> 

<222> (21590870) . . . (21590960) 

<223> Chromosome = 5 Contig = 1 Strand = neg CtronObjNum = 29822 

<400> 21 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 

taattatggc caaatccaag ttctagagtt ttct 94 

<210> 22 

<211> 94 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (3780765) . . . (3780858) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 7951 

<400> 22 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 

taattatggc caaatccaag ttctagagtt ttct 94 

<210> 23 

<211> 79 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (21590870) . . . (21590950) 

<223> Chromosome = 5 Contig = 1 Strand = neg CtronObjNum = 29822 
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<400> 23 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 

taattatggc caaatccaa 79 

<210> 24 

<211> 79 

<212> DNA 

<213> Arabidopsis thai 1 ana complete genome 

<220> 

<222> (3785281). . .(3785359) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 7985 

<400> 24 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 

taattatggc caaatccaa 79 

<210> 25 

<211> 27 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4454807) . . . (4454833) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 7316 

<400> 25 

aaatgccgga tgcggcgtga acgcctt 27 

<210> 26 

<211> 27 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4242757). . .(4242783) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 6955 

<400> 26 

aaatgccgga tgcggcgtga acgcctt 27 

<210> 27 

<211> 35 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (4454810) . . . (4454844) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 7316 
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<400> 27 

tgccggatgc ggcgtgaacg ccttatccgg cctac 35 

<210> 28 

<211> 35 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4233017) . . . (4233051) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 6937 

<400> 28 

tgccggatgc ggcgtgaacg ccttatccgg cctac 35 

<210> 29 

<211> 20 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (831575). . .(831594) 

<223> Chromosome = 1 Contig = 1 strand = pos CtronObjNum = 1544 

<400> 29 

tgtaggccgg ataaggcgtt 20 

<210> 30 

<211> 20 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (4232999) . . . (4233018) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 6939 

<400> 30 

tgtaggccgg ataaggcgtt 20 

<210> 31 

<211> 22 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (831596) . . . (831617) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 1544 



<400> 

acgccgcatc 



31 

cggcatttca ca 
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22 



FELD3002CIP2.ST25 

<210> 32 

<211> 22 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (4242783) . . . (4242804) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 6957 
<400> 32 

acgccgcatc cggcatttca ca 22 

<210> 33 

<211> 59 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 
<220> 

<222> (1036523) . . . (1036581) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3245 
<400> 33 

actcccagtg agggataggg gtaacggact gaagacccag cccgtggtct accgctgga 59 

<210> 34 

<211> 59 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1079594) . . . (1079652) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3439 

<400> 34 

actcccagtg agggataggg gtaacggact gaagacccag cccgtggtct accgctgga 59 

<210> 35 

<211> 60 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1036635) . . . (1036694) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3250 
<400> 35 

atgaaggtgg taaaccacaa acctatgaac cgccctaagg gaaccctcgc cctttagggc 60 
<210> 36 
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<211> 60 

<212> DNA 

<213> sulfolobus tokodaii complete genome 
<220> 

<222> (1146360) . . . (1146419) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 

<400> 36 

atgaaggtgg taaaccacaa acctatgaac cgccctaagg gaaccctcgc cctttagggc 

<210> 37 

<211> 189 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (120361) . . . (120549) 

<223> chromosome = 1 Contig = 1 Strand = neg CtronObjNum 

<400> 37 

ctatccctca ccaagagttg ccctctgctc ttggctcttg gggactcggg gatatgtagt 

tctgtgcggg gacacatatc ttcagtatgc ccacctttgt gggcttcccc gcactttatt 

aatagtttta agctaagatt aaaaacttta ccccgcctta aaaggcgagg cttgccccgc 
gttttgtca 

<210> 38 

<211> 189 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1146169) . . . (1146357) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 

<400> 38 

ctatccctca ccaagagttg ccctctgctc ttggctcttg gggactcggg gatatgtagt 

tctgtgcggg gacacatatc ttcagtatgc ccacctttgt gggcttcccc gcactttatt 

aatagtttta agctaagatt aaaaacttta ccccgcctta aaaggcgagg cttgccccgc 
gttttgtca 

<210> 39 

<211> 36 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (120590) . . . (120625) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 

<400> 39 

cacccacccc gctccgttcg tccagcggta gaccac 
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<210> 40 

<211> 36 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 
<220> 

<222> (1079651) . . . (1079686) 

<223> Chromosome = 1 Contig = 1 Strand = neg ctronObjNum = 3446 

<400> 40 

cacccacccc gctccgttcg tccagcggta gaccac 36 

<210> 41 

<211> 72 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (362701) . - . (362772) 

<223> chromosome = 13 Contig = 13 Strand = pos CtronObjNum = 23498 

<400> 41 

atggaatcta tatttctaca tactaatatt acgattattc ctcattccgt tttatatgtt 60 

tcattatcct at 72 

<210> 42 

<211> 72 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (265267) . . ■ (265338) 

<223> chromosome = 2 Contig = 2 Strand = neg CtronObjNum = 1896 

<400> 42 

atggaatcta tatttctaca tactaatatt acgattattc ctcattccgt tttatatgtt 60 

tcattatcct at 72 

<210> 43 

<211> 72 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (362701) . . . (362772) 

<223> Chromosome = 13 Contig = 13 Strand = pos CtronObjNum = 23498 

<400> 43 

atggaatcta tatttctaca tactaatatt acgattattc ctcattccgt tttatatgtt 60 

tcattatcct at 72 



Page 11 



FELD3002CIP2,ST25 

<210> 44 

<211> 72 

<212> DNA 

<213> Saccharomyces cerev1s1ae complete genome 
<220> 

<222> (226820) . . . (226891) 

<223> Chromosome = 2 Contig = 2 Strand = neg CtronObjNum = 1495 

<400> 44 

atggaatcta tatttctaca tactaatatt acgattattc ctcattccgt tttatatgtt 60 

tcattatcct at 72 

<210> 45 

<211> 81 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (372772)... (372852) 

<223> Chromosome = 13 Contig = 13 Strand = neg CtronObjNum = 23551 

<400> 45 

aaacatataa aacggaatga ggaataatcg taatattagt atgtagaaat atagattcca 60 

ttttgaggat tcctatatcc t 81 

<210> 46 

<211> 81 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (226739) . . . (226819) 

<223> chromosome = 2 Contig = 2 Strand = pos CtronObjNum = 1496 

<400> 46 

aaacatataa aacggaatga ggaataatcg taatattagt atgtagaaat atagattcca 60 

ttttgaggat tcctatatcc t 81 

<210> 47 

<211> 89 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (372836) . . . (372924) 

<223> chromosome = 13 Contig = 13 Strand = neg CtronObjNum = 23551 

<400> 47 

gaggattcct atatcctcga ggagaacttc tagtatattc tgtataccta atattatagc 60 

ctttatcaac aatggaatcc caacaatta 89 
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<210> 48 

<211> 89 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (265340). . .(265428) 

<223> Chromosome = 2 contig = 2 Strand = pos CtronobjNum = 1923 

<400> 48 

gaggattcct atatcctcga ggagaacttc tagtatattc tgtataccta atattatagc 60 

ctttatcaac aatggaatcc caacaatta 89 

<210> 49 

<211> 15 

<212> DNA 

<213> caenorhabditis elegans complete genome 
<220> 

<222> (708778) . . . (708792) 

<223> Chromosome = 4 Contig = 2 Strand = pos CtronobjNum = 22854 

<400> 49 

tggtctgcta aatcg 15 

<210> 50 

<211> 15 

<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (415203) . . . (415217) 

<223> Chromosome = 4 Contig = 2 Strand = pos CtronobjNum = 21925 

<400> 50 

tggtctgcta aatcg 15 

<210> 51 

<211> 18 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
<220> 

<222> (708793) . . . (708810) 

<223> Chromosome = 4 Contig = 2 Strand = pos CtronobjNum = 22854 

<400> 51 

aaacttgtag tttgtagt 18 



Page 13 



FELD3002CIP2.ST25 

<210> 52 

<211> 18 

<212> DNA 

<213> Caenorhabd1t1s elegans complete genome 
<220> 

<222> (486479) . . . (486496) 

<223> Chromosome = 4 Contig = 2 Strand = pos CtronObjNum = 22166 

<400> 52 

aaacttgtag tttgtagt 18 

<210> 53 

<211> 16 

<212> DNA 

<213> caenorhabditls elegans complete genome 

<220> 

<222> (1373569) . . . (1373584) 

<223> Chromosome = 4 Contig = 2 Strand = neg CtronObjNum = 24763 

<400> 53 

atttagcaga cccaaa 16 

<210> 54 

<211> 16 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
<220> 

<222> (486461) . . . (486476) 

<223> Chromosome = 4 Contig = 2 Strand = neg CtronObjNum = 22165 

<400> 54 

atttagcaga cccaaa 16 

<210> 55 

<211> 19 

<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (1373554). . .(1373572) 

<223> Chromosome = 4 Contig = 2 Strand = neg CtronObjNum = 24763 

<400> 55 

aaactacaaa tttcgattt 19 

<210> 56 

<211> 19 
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<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (415212) . . . (415230) 

<223> Chromosome = 4 Contig = 2 Strand = neg CtronObjNum = 21926 

<400> 56 

aaactacaaa tttcgattt 19 

<210> 57 

<211> 39 

<212> DNA 

<213> Homo sapiens complete genome 
<220> 

<222> (21789055). . .(21789092) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 756303 

<400> 57 

agcccgagcc ccacctctcc cttagggacc tccgcccac 39 

<210> 58 

<211> 39 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (21820715) . . . (21820754) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 756563 

<400> 58 

agcccgagcc ccacctctcc cttagggacc tccgcccac 39 

<210> 59 

<211> 41 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (21789080) . . . (21789121) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 756303 

<400> 59 

acctccgccc accctaccct caagccagga tgcccggagc g 41 

<210> 60 

<211> 41 

<212> DNA 

<213> Homo sapiens complete genome 
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<220> 

<222> (21827379) . . . (21827420) 

<223> chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 756615 

<400> 60 

acctccgccc accctaccct caagccagga tgcccggagc g 41 

<210> 61 

<211> 40 

<212> DNA 

<213> Homo sapiens complete genome 
<220> 

<222> (21808781) . . . (21808820) 

<223> Chromosome = 920 Contig = 19 Strand = neg CtronObjNum = 756433 

<400> 61 

cctaagggag aggtggggct cgggctgaat ccctcgttgg 40 

<210> 62 

<211> 40 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (21827338) . . . (21827377) 

<223> Chromosome = 920 Contig = 19 Strand = neg CtronObjNum = 756614 

<400> 62 

cctaagggag aggtggggct cgggctgaat ccctcgttgg 40 

<210> 63 

<211> 34 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (21808740) . . . (21808773) 

<223> Chromosome = 920 Contig = 19 Strand = neg CtronObjNum = 756433 

<400> 63 

gctccgggca tcctggcttg agggtagagt gggc 34 

<210> 64 

<211> 34 

<212> DNA 

<213> Homo sapiens complete genome 
<220> 

<222> (21820748) . . . (21820781) 

<223> Chromosome = 920 Contig = 19 Strand = neg CtronObjNum = 756564 
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<400> 64 

gctccgggca tcctggcttg agggtagagt gggc 34 

<210> 65 

<211> 20 

<212> DNA 

<213> Arabldopsis thai 1 ana complete genome 

<220> 

<222> (5320517)... (5320536) 

<223> Chromosome = 18 Contig = 4 Strand = pos CtronObjNum = 269631 

<400> 65 

ttgtagacgt atggtggtgg 20 

<210> 66 

<211> 20 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 

<220> 

<222> (5311160) . . . (5311179) 

<223> Chromosome = 18 Contig = 4 Strand = pos CtronObjNum = 269507 

<400> 66 

ttgtagacgt atggtggtgg 20 

<210> 67 

<211> 30 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (5320519) . . . (5320548) 

<223> Chromosome = 18 Contig = 4 strand = pos CtronObjNum = 269631 

<400> 67 

gtagacgtat ggtggtggtg gagacttgta 30 

<210> 68 

<211> 30 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 

<220> 

<222> (5340361) . . . (5340390) 

<223> Chromosome = 18 Contig = 4 strand = pos CtronObjNum = 269890 

<400> 68 
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ggtggtggtg gagacttgta 



30 



<210> 69 

<211> 39 

<212> DNA 

<213> Arab1dops1s thai i ana complete genome 

<220> 

<222> (5324883) . . . (5324921) 

<223> Chromosome = 18 Contig = 4 Strand = neg CtronObjNum = 269741 

<400> 69 

gctctccacc accaccatac tacagtccat ctccaaagg 39 

<210> 70 

<211> 39 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (5340322) . . . (5340360) 

<223> Chromosome = 18 Contig = 4 Strand = neg CtronObjNum = 269881 

<400> 70 

gctctccacc accaccatac tacagtccat ctccaaagg 39 

<210> 71 

<211> 16 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (5324867) . . . (5324882) 

<223> Chromosome = 18 Contig = 4 Strand = neg CtronObjNum = 269741 

<400> 71 

ccaccatacg tctaca 16 

<210> 72 

<211> 16 

<212> DMA 

<213> Arabidopsis thaliana complete genome 

<220> 

<222> (5311176)... (5311191) 

<223> Chromosome = 18 Contig = 4 Strand = neg CtronObjNum = 269509 

<400> 72 

ccaccatacg tctaca 16 
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<210> 73 

<211> 21 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (2338350). ..(2338370) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 3906 

<400> 73 

aacgccttat ccggcctacg g 21 

<210> 74 

<211> 21 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (374169) . . . (374189) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 689 

<4G0> 74 

aacgccttat ccggcctacg g 21 

<210> 75 

<211> 19 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (2338380)... (2338398) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 3906 

<400> 75 

gtaggcctga taagacgcg 19 

<210> 76 

<211> 19 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (376619) . . . (376637) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 707 

<400> 76 

gtaggcctga taagacgcg 19 

<210> 77 

<211> 42 
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<212> 
<213> 
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DNA 

Escherichia coli K-12 MG1655 complete genome 



<220> 

<222> (376712) . . . (376753) 

<223> chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 709 

<400> 77 

gtaggccgga taaggcgttc acgccgcatc cggcagtcgt gc 42 

<210> 78 

<211> 42 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (374152) . . . (374193) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 690 

<400> 78 

gtaggccgga taaggcgttc acgccgcatc cggcagtcgt gc 42 

<210> 79 

<211> 37 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 
<220> 

<222> (376717) . . . (376753) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 709 

<400> 79 

ccggataagg cgttcacgcc gcatccggca gtcgtgc 37 

<210> 80 

<211> 37 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (376617) . . . (376653) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 706 

<400> 80 

ccggataagg cgttcacgcc gcatccggca gtcgtgc 37 

<210> 81 

<211> 105 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
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<220> 

<222> (111321) . . . C111425) 

<223> Chromosome = 7 Contig = 7 Strand = neg CtronObjNum 

<400> 81 

cggtgttaga agatgacgca aatgatgaga aatagtcatc taaattagtg gaagctgaaa 

cgcaaggatt gataatgtaa taggatcaat gaatattaac atata 

<210> 82 

<211> 105 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (84359) . . . (84463) 

<223> Chromosome = 3 Contig = 3 Strand = pos CtronObjNum 

<400> 82 

cggtgttaga agatgacgca aatgatgaga aatagtcatc taaattagtg gaagctgaaa 

cgcaaggatt gataatgtaa taggatcaat gaatattaac atata 

<210> 83 

<211> 38 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (111449) . . . (111486) 

<223> Chromosome = 7 Contig = 7 Strand = neg CtronObjNum 

<400> 83 

tcatctacta actagtattt acgttactag tatattat 

<210> 84 

<211> 38 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (168765) . . . (168802) 

<223> Chromosome = 3 Contig = 3 Strand = neg CtronObjNum 

<400> 84 

tcatctacta actagtattt acgttactag tatattat 

<210> 85 

<211> 152 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 



<220> 
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<222> 
<223> 
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(645641) . . . (645792) 

Chromosome = 4 Contig = 4 Strand = neg CtronobjNum 



<400> 



85 



tcatctacta actagtattt acgttactag tatattatca tatacggtgt tagaagatga 
cgcaaatgat gagaaatagt catctaaatt agtggaagct gaaacgcaag gattgataat 
gtaataggat caatgaatat taacatataa aa 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



86 

152 

DNA 

Saccharomyces cerevisiae complete genome 



(84315) . . . (84466) 

Chromosome = 3 Contig = 3 Strand = pos CtronobjNum 



<400> 86 

tcatctacta actagtattt acgttactag tatattatca tatacggtgt tagaagatga 

cgcaaatgat gagaaatagt catctaaatt agtggaagct gaaacgcaag gattgataat 

gtaataggat caatgaatat taacatataa aa 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



87 

143 

DNA 

Saccharomyces cerevisiae complete genome 



(645641) . . . (645783) 

Chromosome = 4 contig = 4 Strand = neg CtronobjNum 



<400> 87 

tcatctacta actagtattt acgttactag tatattatca tatacggtgt tagaagatga 

cgcaaatgat gagaaatagt catctaaatt agtggaagct gaaacgcaag gattgataat 

gtaataggat caatgaatat taa 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



88 

143 



DNA 



Saccharomyces cerevisiae complete genome 



(168762) . . . (168904) 

Chromosome = 3 Contig = 3 Strand = neg CtronobjNum 



<400> 



88 



tcatctacta actagtattt acgttactag tatattatca tatacggtgt tagaagatga 
cgcaaatgat gagaaatagt catctaaatt agtggaagct gaaacgcaag gattgataat 
gtaataggat caatgaatat taa 



<210> 



89 
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<211> 34 

<212> DNA 

<213> caenorhabditis elegans complete genome 
<220> 

<222> (13819470) . . . (13819500) 

<223> Chromosome = 6 Contig = 2 Strand = neg CtronObjNum = 51392 

<400> 89 

accgaaccca acggccctct ttagggccac aaat 34 

<210> 90 

<211> 34 

<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (13817594) . . . (13817630) 

<223> Chromosome = 6 Contig = 2 Strand = neg CtronObjNum = 51379 

<400> 90 

accgaaccca acggccctct ttagggccac aaat 34 

<210> 91 

<211> 34 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
<220> 

<222> (13819470) . . . (13819500) 

<223> Chromosome = 6 Contig = 2 Strand = neg CtronObjNum = 51392 

<400> 91 

accgaaccca acggccctct ttagggccac aaat 34 

<210> 92 

<211> 34 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
<220> 

<222> (13820550) . . . (13820583) 

<223> Chromosome = 6 Contig = 2 Strand = pos CtronObjNum = 51400 

<400> 92 

accgaaccca acggccctct ttagggccac aaat 34 

<210> 93 

<211> 48 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
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<220> 

<222> (13820791) . . . (13820840) 

<223> Chromosome = 6 Contig = 2 Strand = neg ctronObjNum 

<400> 93 

caacacacct aaccgaaccc aacggccctc tttagggcca caaatgtt 

<210> 94 

<211> 48 

<212> DNA 

<213> caenorhabditis elegans complete genome 
<220> 

<222> (13817583) . . . (13817630) 

<223> Chromosome = 6 Contig = 2 Strand = neg CtronObjNum 

<400> 94 

caacacacct aaccgaaccc aacggccctc tttagggcca caaatgtt 

<210> 95 

<211> 39 

<212> DNA 

<213> Caenorhabditis elegans complete genome 
<220> 

<222> (13820800) . . . (13820840) 

<223> Chromosome = 6 Contig = 2 Strand = neg CtronObjNum 

<400> 95 

ctaaccgaac ccaacggccc tctttagggc cacaaatgt 

<210> 96 

<211> 39 

<212> DNA 

<213> Caenorhabditis elegans complete genome 

<220> 

<222> (13820550) . . . (13820584) 

<223> Chromosome = 6 Contig = 2 Strand = pos CtronObjNum 

<400> 96 

ctaaccgaac ccaacggccc tctttagggc cacaaatgt 

<210> 97 

<211> 28 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (12540150) . . . (12540174) 
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<223> Chromosome = 15 Contig = 3 Strand = neg CtronObjNum = 102175 

<400> 97 

atcatcaatg aactcatttg gctaaggt 28 

<210> 98 

<211> 28 

<212> DNA 

<213> Arabidopsis thai 1 ana complete genome 

<220> 

<222> (13558720)... (13558750) 

<223> Chromosome = 15 Contig = 3 Strand = neg CtronObjNum = 102902 

<400> 98 

atcatcaatg aactcatttg gctaaggt 28 

<210> 99 

<211> 35 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 

<220> 

<222> (12540184) . . . (12540220) 

<223> Chromosome = 15 Contig = 3 Strand = neg CtronObjNum = 102176 

<400> 99 

acattcatta gttctggaac gtgaatcaag caatg 35 

<210> 100 

<211> 35 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (13634210) . . . (13634240) 

<223> Chromosome = 15 Contig = 3 Strand = pos CtronObjNum = 103090 

<400> 100 

acattcatta gttctggaac gtgaatcaag caatg 35 

<210> 101 

<211> 37 

<212> DNA 

<213> Arabidopsis thai i ana complete genome 
<220> 

<222> (13626660) . . . (13626700) 

<223> Chromosome = 15 Contig = 3 Strand = pos CtronObjNum = 103067 
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101 

aatgaactca tttggctaag gtgaagg 



37 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



102 
37 

DNA 

Arabldopsis thai i ana complete genome 



(13558713). . .(13558750) 

Chromosome = 15 Contig = 3 Strand = neg CtronObjNum = 102902 



<400> 102 

atgcatcatc aatgaactca tttggctaag gtgaagg 



37 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



103 
68 



DNA 



Arabldopsis thai 1 ana complete genome 



(13626624) . . . (13626691) 

Chromosome = 15 Contig = 3 Strand = pos CtronObjNum = 103067 



<400> 103 

tttaacattc attagttctg gaacgtgaat caagcaatgc atcatcaatg aactcatttg 
gctaaggt 



60 
68 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



104 
68 

DNA 

Arabidopsis thai i ana complete genome 



(13634202) . . . (13634270) 

Chromosome = 15 Contig = 3 Strand = pos CtronObjNum = 103090 



<400> 104 

tttaacattc attagttctg gaacgtgaat caagcaatgc atcatcaatg aactcatttg 
gctaaggt 



60 
68 



<210> 

<211> 
<212> 
<213> 

<220> 
<222> 
<223> 



105 
82 



DNA 



Saccharomyces cerevisiae complete genome 



(84112) . . . (84193) 

Chromosome = 3 Contig = 3 Strand = pos CtronObjNum 



2944 



<400> 



105 



Page 26 



atacgtttga 
atcaaatcat 



FELD3002CIP2.ST25 

agaaatcact ttatggattg aaacaaagtg gagcgaactg gtacgaaact 60 
acctgataaa ac 82 



<210> 106 

<211> 82 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 

<220> 

<222> (82743)... (82824) 

<223> Chromosome = 3 Contig = 3 Strand = pos CtronObjNum = 2901 

<400> 106 

atacgtttga agaaatcact ttatggattg aaacaaagtg gagcgaactg gtacgaaact 60 

atcaaatcat acctgataaa ac 82 

<210> 107 

<211> 34 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (84195) . . . (84228) 

<223> chromosome = 3 Contig = 3 Strand = pos CtronObjNum = 2965 

<400> 107 

gaaacgtgac ggtactcata aagctagatt tgtt 34 

<210> 108 

<211> 34 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (169327) . . . (169360) 

<223> chromosome = 3 Contig = 3 Strand = pos CtronObjNum = 3529 

<400> 108 

gaaacgtgac ggtactcata aagctagatt tgtt 34 

<210> 109 

<211> 16 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (151534) . . . (151549) 

<223> chromosome = 3 Contig = 3 Strand = neg CtronObjNum 3387 



<400> 

taattgttgg 



109 
gattcc 
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<210> 110 

<211> 16 

<212> DNA 

<213> saccharotnyces cerevisiae complete genome 
<220> 

<222> (169308) . . . (169323) 

<223> Chromosome = 3 Contig = 3 Strand = neg CtronobjNum = 3526 

<400> 110 

taattgttgg gattcc 16 

<210> 111 

<211> 16 

<212> DNA 

<213> saccharomyces cerevisiae complete genome 
<220> 

<222> (151516) . . . (151531) 

<223> Chromosome = 3 Contig = 3 Strand = neg CtronobjNum = 3387 

<400> 111 

aaaggctata atatta 16 

<210> 112 

<211> 16 

<212> DNA 

<213> Saccharomyces cerevisiae complete genome 
<220> 

<222> (82825) . . . (82840) 

<223> Chromosome = 3 Contig = 3 Strand = neg CtronobjNum = 2905 

<400> 112 

aaaggctata atatta 16 

<210> 113 

<211> 32 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (17572332). . .(17572363) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronobjNum = 747775 

<400> 113 

ccagcccctc ctccctcaga cccaggagtc ca 32 

<210> 114 
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<211> 32 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (27988178) . . . (27988209) 

<223> Chromosome = 922 Contig = 19 Strand = neg CtronObjNum = 765474 

<400> 114 

f> ccagcccctc ctccctcaga cccaggagtc ca 32 

<210> 115 

<211> 32 

<212> DNA 

<213> Homo sapiens complete genome 
<220> 

<222> (17572369) . . . (17572400) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 747777 

<400> 115 

ccagcccctc ctccctcaga cccaggagtc ca 32 

<210> 116 

<211> 32 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (28004852) . . . (28004883) 

<223> Chromosome = 922 Contig = 19 Strand = pos CtronObjNum = 765567 

<400> 116 

ccagcccctc ctccctcaga cccaggagtc ca 32 

<210> 117 

<211> 40 

<212> DNA 

<213> Homo sapiens complete genome 
<220> 

<222> (17573447) . . . (17573486) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronObjNum = 747819 

<400> 117 

ccccagcccc tcctccctca gacccaggag tccagacccc 40 

<210> 118 



<211> 40 
<212> DNA 
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<213> Homo sapiens complete genome 

<220> 

<222> (27988176) . . . (27988215) 

<223> Chromosome = 922 Contig = 19 Strand = neg CtronobjNum = 765474 

<400> 118 

ccccagcccc tcctccctca gacccaggag tccagacccc 40 

1^ <210> 119 

' <211> 39 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (17573520)... (17573557) 

<223> Chromosome = 920 Contig = 19 Strand = pos CtronobjNum = 747823 

<400> 119 

ggccccagcc cctcctccct cagacccagg agtccaggt 39 

<210> 120 

<211> 39 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (28004848) . . . (28004887) 

<223> Chromosome = 922 Contig = 19 Strand = pos CtronobjNum = 765567 

<400> 120 

ggccccagcc cctcctccct cagacccagg agtccaggt 39 
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